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Lao O and Kayser M (2009) Human relationships inferred from genetic variation. In:
ENCYCLOPEDIA OF LIFE SCIENCES. John Wiley & Sons, Ltd., Chichester, United
Kingdom, http://www.els.net/ [Doi: 10.1002/9780470015902.a0021758]

Kayser M (2010) The Austronesian expansion: human genetic evidence. In:
Building Bridges between Anthropology, Medicine and Human Ethology Tributes to
Wulf Schiefenhdvel. Martin Briine, Frank Salter, William C. McGrew (Eds).
European University Press / The University Press Bochum, Bochum, Germany, 179-
188

Kayser M (2010) Die menschliche Besiedlungsgeschichte Ozeaniens: genetische
Befunde. In: Unter Papuas und Melanesiern — Von kunstsinnigen Kannibalen,
Kopfjagern, Baumhausmenschen, Sumpfnomaden, Turmspringern und anderen
Slidsee-Eingeborenen mit einem Beitrag von Manfred Kayser, Garve R and Garve
M, Verlag Neue Literatur, Jena, Germany, 222-227

Invited Lectures at Scientific Conferences and Symposia:

(1

)

@)

®)

(6)

(7)

9)

Genetic variability of human Y chromosomes and it's applications from forensic
individualization to evolutionary anthropology. 8. Heidelberg DNA-Day, 18.11.1997,
Heidelberg, Germany

Mutation rates of Y-chromosomal microsatellites. 2" International Forensic Y-User
Workshop, 16.06.2000, Berlin, Germany

Molecular anthropology: insights from the Y chromosome. 52" Mosbach Colloquium
of the German Society for Biochemistry and Molecular Biology ,Evolution — in vivo,
in vitro and in machina®, 07.04.2001, Mosbach, Germany, Abstract in Biological
Chemistry (2001) 382 (S7) Suppl.

The human Y chromosome: characteristics and applications. Plenary lecture, AAFS-
Workshop ,Y-Chromosome Analysis and its Application to Forensic Casework”, 54"
Annual Meeting of the American Society of Forensic Sciences, 12.02.2002, Atlanta,

USA

A systematic search for new polymorphic microsatellite loci on the human Y
chromosome: strategy and first results. Plenary lecture 3" International Forensic Y-
User Workshop, 7.-8.11.2002, Porto, Portugal

Sex, culture, and genetic diversity - what does it tell us about human population
history. Key lecture 5 Meeting of the German Society of Anthropology, 17.09.2003,
Potsdam, Germany

The human Y chromosome: a brief introduction into characteristics and applications.
Key lecture at Y Chromosome Workshop, 3" European Academy of Forensic
Sciences Triennial Meeting, 22.09.2003, Istanbul, Turkey

Peopling of the Pacific: A genetic perspective. Plenary lecture 17" International
Symposium on the Forensic Sciences. The Australian and New Zealand Forensic
Science Society Biennial Conference, 29.03.2004, Wellington, New Zealand

The human Y chromosome: molecular characteristics and forensic application. 17"
International Symposium on the Forensic Sciences. The Australian and New
Zealand Forensic Science Society Biennial Conference, 29.03.2004, Wellington,
New Zealand
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(10)

(11)

(12)

(13)

(15)

(16)

(17)

(18)

(19)

(20)

(21)

(22)

(23)

(24)

(25)

(26)

The genetics of human individually recognizable characteristics. Genomics
Momentum Conference 2004, 01.10.2004, Rotterdam, The Netherlands

Survey of Y-chromosomal microsatellites in human and non-human primates. Key
lecture 4™ International Forensic Y-User Workshop “Haploid DNA Markers in
Forensic Genetics”, 18-20.11.2004, Berlin, Germany

New scientific perspectives in forensic genetics. Symposium “Future perspectives in
forensic sciences”. The Netherlands Forensic Institute, 10.02.2005, Den Haag, The
Netherlands

DNA molecules in criminalistics: insights into forensic genetics. Sigma Symposium
2005 “Molecula delicti: chemie van het rechte pad af (Chemical molecules and
criminalistics)” Radboud University Nijmegen, 17.03.2005, Nijmegen, The
Netherlands

Evaluation of qualitative individual-specific characteristics in human genetic
research. Symposium “The transparent criminal — possibilities and limits of DNA-
analysis in law enforcement” organized by Hessen Ministry of Justice, Schloss
Biebrich, 22.03.2005, Wiesbaden, Germany

DNA profiling and genetic ancestry identification. 2™ Symposium of the Genomics
Network for Young Scientists (GeNeYouS), 27.04.2005, Oss, The Netherlands

Genetic Identification of human geographic ancestry and visible traits: state of
science and future perspectives. 2 Expert Meeting of the Netherlands Ministry of
Justice “New and other applications of DNA-analysis in law enforcement’,
30.06.2005, Utrecht, The Netherlands

Identification of genes involved in local selection and genetic adaptation in humans.
Peer-Review of the Deutsche Forschungsgemeinschaft (German Research Council)
regarding the planned Collaborative Research Centre “Molecular basis of
evolutionary innovations” (SFB 680), 24.08.2005, Cologne, Germany (SFB was
finally granted)

Forensic Biotechnology: DNA testing for externally visible properties. 11"
Netherlands Biotechnology Congress, special session Forensic Biotechnology,
16.03.2006, Ede, The Netherlands

Forensic Genomics: whole genome SNP diversity for genetic ancestry identification.
International Symposium of the Royal Netherlands Academy of Arts and Sciences
“The role of DNA polymorphisms in complex traits and diseases”, 17.03.2006,
Amsterdam, The Netherlands

Genomics in Research — career opportunities within research — the case of forensic
genomics. Bio Career Event 2006, Netherlands Genomics Initiative, 18.05.2006,
Utrecht, The Netherlands

Y-chromosomal information for identifying geographic origin and genetic ancestry.
Key lecture 21" Meeting of the Society of Forensic Genetics Italy, 05.09.2006,
Lipari, Italy

Human genetic history: migrations and adaptations. Annual Meeting 2006 of the
German Association for Gene Diagnostics (AGD), 22.09.2006, Cologne, Germany

Geographic identification in forensics: CSl fiction or reality? IBL Symposium 2006
“Natural variation in a post-genomic context”. Institute of Biology, Leiden University,
16.11.2006, Leiden, The Netherlands

Adam and Eve in paradise: human genetic history of the Pacific. International
EMBO Workshop “Human evolution and disease”, 6-9.12.2006, Hyderabad, India

Sampling and recent demographic events. International conference "DNA Sampling
- Strategies & Design". 15-16.03.2007, Paris, France

Identification of human geographic origins in forensic genetics. Key lecture 6"
International Congress of the Baltic Medico-Legal Association, 14.-16.06.2007,
Vilnius, Lithuania
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(27)

(28)

(29)

(30)

(31)

(32)

(33)

(34)

(35)

(36)

(37)

(38)

(39)

(40)

(41)

(42)

Molecular Autopsy in Forensics: Facts and fictions. Symposium “Autopsy Pathology:
New Challenges”, 13.07.2007, Rotterdam, The Netherlands

Identification of geographic origin in forensic genetics (in German). Inaugural
Symposium Opening of the Institut fir Blutgruppenforschung LGC GmbH new
location, 07.09.2007. KéIn, Germany

New perspectives in Forensic Molecular Biology. Symposium Forensic Medicine
(Forensische Geneeskunde) of the Medical Student Association of the Erasmus
University Rotterdam (Medische Faculteits Vereniging Rotterdam, MFVR),
20.10.2007. Rotterdam, The Netherlands

Evolutionary processes shaping human genetic diversity. Opening lecture at
Symposium “Mutations in a historical context” of the Commission on Molecular
Biological Diagnostic, Netherlands Society of Clinical Chemistry and Laboratory
Medicine, 09.11.2007, Utrecht, The Netherlands

Sex-mediated differences in human population history: a genetic perspective.
Symposium “Differences between men and woman” of the (Medical)Biology Student
Association of Nijmegen University “De BeeVee”. 29.11.2007, Nijmegen, The
Netherlands

Forensic Genomics. International Symposium of the Royal Netherlands Academy of
Arts and Sciences “The role of DNA polymorphisms in complex traits and diseases”,
20.03.2008, Amsterdam, The Netherlands

Dating biological stains using molecular techniques. Symposium “Dating in the
Forensic Context”. University of Amsterdam, 27.03.2008, Amsterdam, The
Netherlands

New perspectives in forensic genetics. Opening lecture at Benelux Forensic User
Meeting 2008, Applied Biosystems, 10.04.2008, Niewerkerk a/d lJssel, The
Netherlands

The human genome sequence and perspectives in forensic genetics. Key lecture at
8" Annual Meeting of the Belgium Society of Human Genetics “The human genome:
past, present and future”. University Hospital, Catholic University Leuven, Campus
Gasthuisberg, 25.04.2008, Leuven, Belgium

Genetics and prediction of human eye color. Key lecture at workshop “Genetics of
complex traits and its application in forensic science”, 2" International Conference
“DNA in Forensics” in combination with the 6" International Forensic Y-User
Workshop and the 3 EMPOP Meeting, 27.-30.05.2008, Ancona, ltaly

Geographic structure in human population genetic data. Key lecture at Section
“Population Computational Biology”, 6" International Conference on Bioinformatics
of Genome Regulation and Structure, 22-28.06.2008 Novosibirsk, Russia

The Austronesian expansion: genetic evidence. Symposium Human Ethology, 10-
11.10.2008, Max Planck Institute Erling / Andechs, Germany

Evolutionary genetics of human skin pigmentation. 10™ Annual Scientific Meeting of
the Netherlands Society for Experimental Dermatology (NVED), 5-6.02.2009,
Lunteren, The Netherlands

New trends in forensic DNA diagnostics: prediction of visible traits. 4™ International
Genomics in Business Congress, 19-21.04.2009, Amsterdam, The Netherlands

Forensic genomics: from bio-geographic ancestry testing to visible trait prediction.
9" Annual International Gene Forum “New frontiers in genomics”, 12-13.06.2009,
Tartu, Estonia

Genetics and prediction of human visible traits. The 11" International Meeting on
Human Genome Variation and Complex Genome Analysis (HGV2009), 11.-
13.09.2009, Tallin, Estonia
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(43)

(44)

(45)

(46)

(47)

(48)

(49)

(50)

(51)

(52)

(53)

(54)

(59)

(56)

(57)

(58)

Broadening the horizon: New Y-STRs for forensic practice. Pre-Congress Workshop
“Y Chromosome markers and YHRD” 23" World Congress International Society for
Forensic Genetics, 14.09.2009, Buenos Aires, Argentina

Geographic population structure and genetic ancestry. Opening lecture International
Symposium “Molecular Anthropology and the Peopling of the Americas”, University
of Buenos Aires, 21.09.2009, Buenos Aires, Argentina

Genes and geography of Europe. 30" General Assembly of the International Union
of Biological Sciences and Darwin 200 Human Evolution Symposium, hosted by
The International Union of Biological Sciences (IUBS) and The United Nations
Educational Scientific and Cultural Organization(UNESCO), The University of the
Western Cape, 12.10.2009, Bellville, Cape Town, South Africa

Solving a case in 2012 (joint presentation together with P. de Knijff and T. Sijen)
Launch Symposium of the Forensic Genomics Consortium Netherlands " Introducing
the Forensic Genomics Consortium: research that cracks crime”, Netherlands
Forensic Institute, 19.11.2009, Den Haag, The Netherlands

DNA prediction of appearance traits for forensic application. Symposium “Recht
doen met Forensisch DNA-onderzoek” University of Amsterdam, 14.01.2010,
Amsterdam, The Netherlands

Case studies of D/RNA technology in the future. Biotechnology Symposium
Australian Federal Police, 03.09.2010, Sydney, Australia

Predicting appearance: new molecular tool for investigative intelligence. The 20"
International Symposium on the Forensic Sciences, The Australian and New
Zealand Forensic Science Society Biennial Conference, 05.09.2010, Sydney,
Australia

The use of RNA in forensic analysis. Symposium Forensic Analysis 2010,
10.09.2010, University of Huddersfield, United Kingdom

Predicting externally visible traits and forensic applications. Symposium Forensic
Analysis 2010, 10.09.2010, University of Huddersfield, United Kingdom

Forensic molecular phenotyping: from sample to appearance. 7" International
Congress of Baltic Medico-Legal Association, 12.11.2010, Helsinki, Finland

Perspektiven forensischer Molekularbiologie (Perspectives in forensic molecular
biology), Symposium Forensische DNA Analysis 2010, Universitatsmedizin Charite,
Campus Virchow Klinikum, 25.11.2010, Berlin, Germany

From genotypes to phenotypes: human appearance. International Networking
Conference: From DNA to phenotypes. Royal Netherlands Academy of Arts and
Sciences in collaboration with several biomedical graduate schools of the
Netherlands. 09.03.2011, Erasmus University Medical Center Rotterdam, The
Netherlands

KorpergroBe — eine Frage des genetischen Codes? (Human body height — a
question of genetic code?), Mittags-Lecture, 1. Internationales Orthopadisches
Symposium “Deformitdten und Destruktionen an der Wirbelsaule”
Universitatsmedizin Greifswald, 14.05.2011, Greifswald, Germany

New perspectives in human forensic molecular biology. Key lecture, Scientific
Symposium on the 20" Anniversary of National Board of Forensic Medicine of
Sweden, 19.05.2011, Stockholm, Sweden

Human appearance: genetic basis, DNA prediction and forensic applications.
Keynote lecture. 7™ Conference of the International Society of Applied Biological
Sciences in Forensic, Anthropological and Medical Genetics. 20.06.2011, Bol,
Island of Brac, Croatia

Beyond STR profiles: Molecular approaches for obtaining additional information
from human forensic samples. Invited lecture 24™ World Congress of the
International Society of Forensic Genetics, 29.08.-03.09.2011, Vienna, Austria

16



(59)

(60)

The genetics of human appearance. Cold Spring Harbor Meeting on Personal
Genomes, 30.09.-02.10.2011, Cold Spring Harbor, USA

Forensic DNA Phenotyping: Biological Aspects. 22" International Symposium on
Human Identification, 03.-06.10.2011, National Harbor, USA

Invited Lectures at Scientific Institutions:

(1)

(2)

(12)

(13)

(14)

(15)

(16)

(17)

Genetic perspectives on the colonization of the Pacific. Institute Seminar, Max
Planck Institute for Evolutionary Anthropology, 16.03.2001, Leipzig, Germany

The human Y chromosome and its application to molecular anthropology and
human identification. Central University Venezuela, Department of Sciences,
Institute for Experimental Biology, 27.06.2001, Caracas, Venezuela

Y chromosome perspectives on the peopling of the Pacific. University of Sydney,
Department of Molecular & Clinical Genetics, 21.09.2001, Sydney, Australia

Human population history in Oceania in the light of molecular genetics. Johannes-
Gutenberg-University Mainz, Institute of Anthropology, Lecture (short list) to fill the
position of full (C4) professor of anthropology, Department of Biology, Institute for
Anthropology, 23.10.2001, Mainz, Germany

Human genetic history in New Guinea. Department of Zoology, University of Bari,
21.11.2003, Bairi, Italy

Forensic identification beyond neutral genetic profiling? Institute of Legal Medicine,
University of Helsinki, 02.12.2004, Helsinki, Finland

The biological passport photograph. Scientific Farewell Symposium for Dr. Leo de
Waal Director NFI, ,The power of sharing knowledge®, Netherlands Forensic
Institute, 31.03.2005, Den Haag, The Netherlands

Proportioning global whole-genome SNP diversity for identifying human population
structure and geographic ancestry. The Wellcome Trust Sanger Institute,
09.09.2005, Hinxton, United Kingdom

Of genes and crime. Inaugural lecture on acceptance of the Full Professorship and
Chair of Forensic Molecular Biology at Erasmus MC - Medical Faculty of Erasmus
University Rotterdam, 27.02.2006, Rotterdam, The Netherlands

The human genome and our own history. Department of Epidemiology &
Biostatistics, Erasmus University Medical Center, 12.02.2007, Rotterdam, The
Netherlands

RNA markers in forensic genetics: tissue identification and beyond. Netherlands
Forensic Institute, 05.03.2007, Den Haag, The Netherlands

Human genetic history of Polynesia. Department of Zoology, University of Bari,
20.04.2007, Bari, Italy

Detection of human geographic origins. Department of Human and Medical
Genetics, University of Vilnius, 15.06.2007, Vilnius, Lithuania

Molecular genetics and genetic prediction of human eye color. Netherlands Forensic
Institute, 15.11.2007, Den Haag, The Netherlands

Genetics and genetic prediction of human iris color. Max Planck Institute for
Evolutionary Anthropology, 23.11.2007, Leipzig, Germany

Human genetic history of the Pacific. Morrison Institute for Population and Resource
Studies, Stanford University, 13.02.2008, Stanford, U.S.A.

Genetics of human iris color. Department of Ophthalmology, Erasmus University
Medical Center, 09.05.2008, Rotterdam, The Netherlands
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(18)

(19)

(20)

(21)

(22)
(23)

(24)

(25)

(26)

(27)

(28)

(29)

(30)

31)

Genome-wide association studies towards unveiling the genetic basis of human iris
color variation. Department of Epidemiology, Erasmus University Medical Center,
30.06.2008, Rotterdam, The Netherlands

Origins and migration history of Pacific Islanders: a genetic perspective. Department
of Anthropology and Museum of Anthropology and Archaeology, University of
Pennsylvania, 06.05.2009, Philadelphia, U.S.A.

New uses of molecular biology for future forensic applications. University of
Canberra / The Australian and New Zealand Forensic Science Society, 17.02.2010,
Canberra, Australia

Population genetics and recent human evolution. Postgraduate Programs “Genetics
and Molecular Evolution” and “Genomics and Proteomics: Functions and
Applications”, Department of Biology, University of Bari, 02.03.2010, Bari, Italy

The genetics of human appearance, IBM Research Program, 03.03.2010, Bari, Italy

Genetic Anthropology: Ancestry, Adaptation, Appearance. Lecture (short list) on the
Opening of the Full Professorship Biological Anthropology (Ordinariat, W3-Level),
Department of Biology, Ludwig-Maximilians-University Munich, 16.04.2010, Munich,
Germany

Genetic structure of human populations with implications. Lecture within Studium
Generale (medical students), Erasmus University Medical Center, 11.05.2010,
Rotterdam, The Netherlands

Progress on DNA-based eye color prediction. Netherlands Forensic Institute,
22.06.2010, Den Haag, The Netherlands

What DNA tells about ancestry and looks. Lecture series ‘Frontiers in Science in the
Low Countries’, 22.09.2010, Erasmus University Medical Center, Rotterdam,
Netherlands

Forensic Molecular Biology: A brief introduction. Lecture Series ‘CSlI for Real’,
Capita Selecta Erasmus University Medical Student Association, 06.10.2010,
Rotterdam, Netherlands

Forensic Disaster Victim Identification with DNA analysis. Dies Natalis
M.F.L.S.2010, Symposium Leiden University Medical Faculty, 04.11.2010, Leiden,
Netherlands

Genetics of Human Appearance. Seminar Series New Trends in Human Genetics
Institute of Human Genetics and Life & Brain Center, University of Bonn,
20.01.2011, Bonn, Germany

Perspektiven forensischer Molekularbiologie (Perspectives in forensic molecular
biology), Institut fir Rechtsmedizin, Universitat Bonn, 20.01.2011, Bonn, Germany

Future Perspectives in human forensic molecular biology. Office of the Chief
Medical Examiner (OCME) of New York City, Department of Forensic Biology,
03.10.2011, New York City, USA

Invited Lectures at Scientific Courses / Teaching Programs:

(1

(2)

The human Y chromosome: characteristics, evolution, genes and polymorphisms.
United Nations University / Institute for Advanced Studies, Course DNA typing in
Forensic Medicine and Molecular Anthropology, 25.06.2001, Baruta, Venezuela

The human Y chromosome in forensic medicine and molecular anthropology. United
Nations University / Institute for Advanced Studies, Course DNA typing in Forensic
Medicine and Molecular Anthropology, 26.06.2001, Baruta, Venezuela

Introduction into human genetic diversity. Master of Science Program Molecular
Medicine, Erasmus University Medical Centre Rotterdam, 07.02.2005, Rotterdam,
The Netherlands
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(4) The use of DNA in forensics: past, presence, and future. 6" Joint Medical-Genetic
Center South-Holland (MGC) and the Cancer Research UK (CRUK) Graduate
Student Workshop, 26.05.2005, Liege, Belgium

(5) Forensic genomics: Future developments in forensic genetics beyond neutral
genetic profiling, Erasmus University Postgraduate Program Molecular Medicine,
Get-out-Lab days, 12.03.2005, Domburg, The Netherlands

(6) Signatures of historic events on the genome of human populations. Erasmus
Summer Program Course ,Introduction to Genomics and Bioinformatics®,
17.08.2005, Rotterdam, The Netherlands

(7) Introduction into the human Y chromosome and its applications to forensic genetics.
Master of Science Program Forensic Science, University of Amsterdam,
10.10.2005, Amsterdam, The Netherlands

(8) The genetics of human appearance. Master of Science Program Forensic Science,
University of Amsterdam, 10.10.2005, Amsterdam, The Netherlands

(9) New developments in forensic genetics: SNPing away current problems?
Postgraduate Program Molecular Medicine Course ,SNPs and Human Diseases®,
Erasmus University Medical Centre Rotterdam, 20.10.2005, Rotterdam, The
Netherlands

(10) Human genetic diversity and applications. Master of Science Program Molecular
Medicine, Erasmus University Medical Centre Rotterdam, 06.02.2006, Rotterdam,
The Netherlands

(11) Human evolutionary population genetics. Erasmus Summer Program Course
»introduction to Genomics and Bioinformatics®, 16.08.2006, Rotterdam, The
Netherlands

(12) Forensic phenotyping: facts or fiction? Master of Science Program Forensic

Science, University of Amsterdam, 9.10.2006, Amsterdam, The Netherlands

(13) SNPs in forensics. Postgraduate Program Molecular Medicine Course ,SNPs and
Human Diseases”, Erasmus University Medical Centre Rotterdam, 02.11.2006,
Rotterdam, The Netherlands

(14) Human evolutionary genetics: origins, migrations, adaptations. Introductory lecture
Master of Science Program Molecular Medicine, Erasmus University Medical Centre
Rotterdam, 27.11.2006, Rotterdam, The Netherlands

(15) Predicting appearance traits from crime scene samples: facts or fiction? Forensic
Science Program at University of Applied Sciences Amsterdam (Hogeschool van
Amsterdam), 14.12.2006, Amsterdam, The Netherlands

(16) Human migration history: a brief introduction. Course Evolutionary Genetics,
Institute of Genetics, University of Cologne, 14.05.2007, Germany

(17) Human adaptation history: a brief introduction. Course Evolutionary Genetics,
Institute of Genetics, University of Cologne, 15.05.2007, Germany

(18) Forensic molecular diagnostics. Postgraduate Program Molecular Medicine Course
,Molecular Diagnostics“, Erasmus University Medical Centre Rotterdam,
01.06.2007, Rotterdam, The Netherlands

(19) Evolutionary history of human phenotypic variation. Erasmus Summer Program
2007, 31.10.2007, Rotterdam, The Netherlands
(20) Forensic molecular diagnostics. Postgraduate Program Molecular Medicine Course

.Molecular Diagnostics®, Erasmus University Medical Centre Rotterdam,
12.10.2007, Rotterdam, The Netherlands

(21) SNPs in forensics. Postgraduate Program Molecular Medicine Course ,SNPs and
Human Diseases®, Erasmus University Medical Centre Rotterdam, 08.11.2007,
Rotterdam, The Netherlands
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(22)

(23)

(24)

(25)

(26)

(27)

(28)

(29)

(30)

(31)

(32)

(33)

(34)

(39)

(36)

(37)

(38)

(39)

(40)

Human evolutionary genetics: origins, migrations, adaptations. Introductory lecture
Master of Science Program Molecular Medicine, Erasmus University Medical Centre
Rotterdam, 12.11.2007, Rotterdam, The Netherlands

Forensic molecular phenotyping: dreams or future reality? Forensic Science
Program at University of Applied Sciences Amsterdam (Hogeschool van
Amsterdam), 14.12.2007, Amsterdam, The Netherlands

Human Genetic Diversity: origins, migration, adaptation. Erasmus Winter Program
2007, Erasmus University Medical Center, 04.02.2008, Rotterdam, The Netherlands

Forensic phenotyping: facts or fiction? Master of Science Program Forensic
Science, University of Amsterdam, 14.04.2008, Amsterdam, The Netherlands

Geographic structure and genetic ancestry. %2 day within Course Genomics in
Molecular Medicine, Erasmus Summer Program 2008, Erasmus University Medical
Center, 22.08.2008, Rotterdam, The Netherlands

SNPs in forensics. Postgraduate Program Molecular Medicine Course ,SNPs and
Human Diseases®, Erasmus University Medical Centre Rotterdam, 07.11.2008,
Rotterdam, The Netherlands

Human evolutionary genetics: origins, migrations, adaptations. Introductory lecture
Master of Science Program Molecular Medicine, Erasmus University Medical Centre
Rotterdam, 17.11.2008, Rotterdam, The Netherlands

Prediction of externally visible traits of unknown persons. Erasmus University
Postgraduate Program Molecular Medicine, Get-out-Lab days, 13.03.2009, Soest,
The Netherlands

Genetic aspects of human population history. Workshop Socio-environmental
dynamics over the last 12,000 years: the creation of landscapes. Graduate School
Human Development in Landscapes. Christian-Albrechts-University Kiel,
02.04.2009, Kiel, Germany

Forensic phenotyping: facts or fiction? Master of Science Program Forensic
Science, University of Amsterdam, 20.04.2009, Amsterdam, The Netherlands

Genetics and prediction of human visible traits. Forensic Genetics Working Group
Meeting One, University of Pennsylvania, 04-05.05.2009, Philadelphia. U.S.A.

Forensic molecular diagnostics. Molecular Diagnostics Course, Postgraduate
Program Molecular Medicine, Erasmus University Medical Centre Rotterdam,
29.05.2009, Rotterdam, The Netherlands

Human evolutionary genetics: origins, migrations, adaptations. Introductory lecture
Master of Science Program Molecular Medicine, Erasmus University Medical Centre
Rotterdam, 29.10.2009, Rotterdam, The Netherlands

SNPs in forensics. Postgraduate Program Molecular Medicine Course ,SNPs and
Human Diseases®, Erasmus University Medical Centre Rotterdam, 04.11.2009,
Rotterdam, The Netherlands

Forensics genetics: past, presence, future. Honours Class “Forensic Medicine”
Erasmus University Medical Center, 17.11.2009, Rotterdam, The Netherlands

Genetic structure of human populations and implications. Erasmus Winter Program
2010, Erasmus University Rotterdam, 28.01.2010, Rotterdam, The Netherlands

SNPs in forensics. Two day course taught to Australian Federal Police Forensic
Services, 15.-17.02.2010, Canberra, Australia

Forensic phenotyping: geographic information from DNA. Master of Science
Program Forensic Science, University of Amsterdam, 17.05.2010, Amsterdam, The
Netherlands

Forensic phenotyping: appearance information from DNA. Master of Science
Program Forensic Science, University of Amsterdam, 17.05.2010, Amsterdam, The
Netherlands
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41) Human evolutionary genetics. Genetics Course, Postgraduate Program Medical
Genetic Center Southwest Netherlands (MGC), 19.05.2010, Rotterdam, The
Netherlands

(42) Forensic molecular diagnostics. Molecular Diagnostics Course, Postgraduate
Program Molecular Medicine, Erasmus University Medical Centre Rotterdam,
21.05.2010, Rotterdam, The Netherlands

(43) How well does your DNA predict your appearance? Summer Course Human
Identification: Forensic Genetics and Criminalistics. Universidad Complutense
Madrid, Cursos de Verano 2010, 26-30.07.2010, Escorial, Spain

(44) Improving forensic analyses with human genomics. Master Class Human
Genomics, Erasmus Summer Program 2010, Erasmus University Rotterdam,
17.08.2010, Rotterdam, The Netherlands

(45) Forensic molecu